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One potato variety:
Desiree



We present proteomics data from 3 years of field trials on potato, conducted in northern and southern Sweden; we

analyzed over 4000 proteins every year of the study.

We observed small but consistent differences linked to the longer days in northern Sweden compared to that in southern
Sweden, with a strong correlation between the mRNA and protein abundances. The majority of the proteins with
differential abundances between northern and southern Sweden could be divided into three groups: metabolic enzymes

(especially GABA metabolism), proteins involved in redox metabolism, and hydrolytic enzymes.

We also analyzed differences in protein abundance between potato varieties that performed relatively well in northern
Sweden in terms of yield with those that performed relatively less well. This comparison might indicates a superior ability
to exploit the greater number of light hours at high latitudes among the cultivars in the high-yielding group. Our results
create a base of information about potato “field-omics” for improved understanding of the physiological and molecular

processes in field-grown plants, and our data indicate that the potato plant is not stressed by extremely long days.



Conclusions

Folds for gene products with Desiree proteins FDR < 0.1 across three years
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Differences between locations, proteomics and transcriptomics

(Resjo and Willforss et al, manuscript)



Collaboration with Solynta — Umea and Skane

* 3x100 phenotype datapoints (over 50 new genotypes) were analysed
in 2017, fewer in 2018

* General outcome: their diploid mtrl works well in Umea

e Currently in Skane: Experiments with new late blight resistance genes,
and combinations thereof (same 4 sites in Europe).

---Hybrid breeding with good parents



